Clone 1 (8030-X01-564); MW = 37542.5312 g/mol

EGDIHMGSHHHHHHGSIGPTKDRANDDLLSEFPDKFGSCVPIYHKVKRVIED
LSGPYIWVPARERLKQEIIKVTEQLIEAISNGDFESYTKMCDPGM|TITCTRE
TEEYQLFEELGKGAFSVV|ITVTCTRETDEYQLYEDIGKGAFSVVIKQEIIKTT
EQLIEAVNNGDFEAYAKICDPGLTTTCTRETDEYQLFEELGKGAFSVVIKQE
ITKVTEQLIEAINNGDFEAYTKICDPGLINFSVGRQSSAPASPAASAAGLAGQ
AAKSLLNKKTATCTRETDDYQLFEELGKGAFSVV|IGAKIVFWTAPNPNQET
FWKSAWSHPOFEK

Protein Peptide

DLG4_RAT 56 ANDDLLSEFPDK>

DLG4 RAT "95\IEDLSGPYIWVPAR'?0
KCC2A_RAT 352V TEQLIEAISNGDFESYTK®?
KCC2A_RAT SFTEEYQLFEELGK?
KCC2B_RAT SFTDEYQLYEDIGK*
KCC2B_RAT “STTEQLIEAVNNGDFEAY AK*#
KCC2D_RAT SFTDEYQLFEELGK*
KCC2D_RAT 38/ TEQLIEAINNGDFEAY TK*04
KCC2G_RAT 318QSSAPASPAASAAGLAGQAAKSS
KCC2G_RAT SFTDDYQLFEELGK?!

Clone 2 (9860-X01-564, 8030-X02-564); MW = 39000.3242 g/mol

MGSHHHHHHGSIPPAGTRGSSTEDGPGVPPPSPRRVLPTSHPLTGKALDPAS
PLGLALAARERALKERRELDRESLDSEDVYSRSPAPQAHPLTGRLLDPSSP
LALALSARDRAMQELLNKDTRSLGEEPVGGLGSLLDPAKKSPIAAAIFLDEE
RLLODYPPNLDTPLPYLEFRYKRRVYALQQVREEGLTGNVOQFNEKGRRTN
YHAAFREFALSQLTEPPKLLPQIDLYDSDRGLSTLQAVLDSAAEKKWQVT
AELVYGKADIAIAPLTITLVREEVIDFELVYGRADIAVAPLTITLVREEVID
FGAKIVFWTAPNPNQETFWKSAWSHPOFEK

Protein Peptide

SHAN1 RAT 51GSSTEDGPGVPPPSPR2
SHAN1 RAT B39AL DPASPLGLALAAR!3
SHAN2_RAT %84ES|L DSEDVY SR>
SHAN2_RAT 833_| DPSSPLALALSAR®
SHAN3_RAT 15855 GEEPVGGLGSLLDPAK?'6?
SHAN3 RAT 47 LQDYPPNLDTPLPYLEFR!®®
GRIAL RAT SSFEGLTGNVQFNEK?®?

GRIA1 RAT “SEALSQLTEPPK®3

GRIA2_RAT 158GLSTLQAVLDSAAEK!
GRIA2 RAT 92ADIAIAPLTITLVR®

GRIA3 RAT 4SADIAVAPLTITLVR®08




Clone 3 (8030-X03-564); MW = 38609.3086 g/mol

EGDIHMGSHHHHHHGSINYATYREGYNVYGTESVKIRELEARVIILSASEDD
AATVYRAAAMLNAACDPKIVNIGAVLSTRKHEQMFSDPALKSPAPSSDFA
DAITELEDAFSRQVKSLAAIKRSRSLSESYELSSDLQDKQVEMLENGTMAR
SSLEDTYGAGDGLKRGALSSSETQRRRIEELEGQLDQLTQENRDLREES|GD
ARRRRNENYFDDIPRSKLERQDPSEQKTLANLPWIVEPGQEAKRGINTKI|PP
KPKDVLTITLTPKVTCVVVIKEFKCRVNSAAFPAPIEKTISKTKIGAKIVFWT
APNPNQETFWKSAWSHPOFEK

Protein Peptide

GRIA3_RAT SIS EGYNVYGTESVK?®®
NMDZ1_RAT 2VIILSASEDDAATVYR??
NMDZ1_RAT SIVNIGAVLSTR®

MORBDO_RAT (IQSEC1) | 2°SPAPSSDFADAITELEDAFSR?3
MORBDO_RAT (IQSEC1) | “SLSESYELSSDLQDK®
D4A4I4 RAT (IQSEC2) | UBSSLEDTYGAGDGLKRIZ
D4A414 RAT (IQSEC2) | “IEELEGQLDQLTQENR®

ANS1B_RAT 100SNENYFDDIPR!0*2
ANS1B_RAT 1232T ANLPWIVEPGQEAK!
IGHG1_MOUSE 5DVLTITLTPK!
IGHG1_MOUSE L9 NSAAFPAPIEK?

Clone 4 (10339-X01-564, 9967-X01-564)

MGSHHHHHHGSIATKANRLPTNLLDQFERQLPLSREVSINRSLDSLDPAGLL
TSPKFRSRNESTKVNRIPANLLDQFEKQLPLHRCKEMEREAEENDLSEEIL
GKIRSAVGPTMGARTLELAPVPPRASPKPPIILEKIRSAVGSTQLLLSQKVQQ
FFRATKINRLPANLLDQFEKQLPIHREEVLGKVLSAVGSAQLLMSQKFQQF
RGLEARVRDGLGILTTAASSMLEKFSYIPELKDRERLLEGNLYGSLFSVPSS
KLLGNKSDIQEHKFIEAGQYNNHLYGTSVQSVRAVAEKGGAKIVFWTAPN
PNQETFWKSAWSHPOFEK

Protein Peptide

DLGP1_RAT SLPTNLLDQFER!®
DLGP1_RAT 4245 DSLDPAGLLTSPK*#
DLGP2_RAT 1901 PANLLDQFEK?®
DLGP2_RAT 8%SEAEENDLSEEILGK®®
DLGP3_RAT SITLELAPVPPR®®
DLGP3_RAT 82SAVGSTQLLLSQK®
DLGP4_RAT LPANLLDQFEK!%

DLGP4 RAT 841/ SAVGSAQLLMSQK?55
NMDE1 RAT 2SDGLGILTTAASSMLEKS3®
NMDE1 RAT 1318 | EGNLYGSLFSVPSSK?!
DLG1_RAT "SEIEAGQYNNHLYGTSVQSVRE™




Clone 5 (9967-X02-564)

MGSHHHHHHGSEVVMKRAYMAVGSLTINEERSEVVDFTIGSGKVFASTGY
GIAIQKDSGWKREWWQARQVTPDGESDEVGVIPSKRRVEKKDIQEHKEIE
AGQYNNHLYGTSVQSVREVAEKGAAAALKGAGQTVTIIAQYQPEDYARFE
AKIHGNAIKRLOQVAQLYPIAIFIKPKSLEPLMINDCVLRVYNEVDVSEVVHSR
AVEALKLQIGDRLLAVNNTNLQDVRHEEAVAQWADSRANTVYGLGFESSE
HHLSKFAEKFQKGNNAKLTAALLESTANVKOQWKQQLGAKIVFEFWTAPNPN
QETFWKSAWSHPOFEK

Protein Peptide

NMDE2_RAT SAYMAVGSLTINEERS®
NMDE2_RAT TSSVEASTGYGIAIQK™®

DLG1 RAT 627QVTPDGESDEVGVIPSK54
DLG1 RAT "SEIEAGQYNNHLYGTSVQSVRE™
DLG2_RAT BEGAGQTVTIIAQYQPEDYAR®®
DLG2_RAT S QVAQLYPIAIFIKPK8

DLG3 RAT 23YNEVDVSEVVHSR?®

DLG3 RAT 25 LAVNNTNLQDVRY
HOME1_RAT BLANTVYGLGFSSEHHLSK?Y’
HOME1_RAT 28 TAALLESTANVK??

Clone 6 (9967-X03-564)

MGSHHHHHHGSIYLHSLRTLAVDENFLPELPREIGSCKIASMTKKVYQFDQS
FNPQGAVEVKAEKRIPITLNYRVGVLGFLSTGDQAAKGNYGLLEGLFQRAI
IQSGSALSSWAVNYQPVKYTSLLASKNPQKYSDKELQYIDAISNKQGELE
NI TLLSFKEGDLITLLVPEARDGWHYGILCLKSREIFLSQPILLELEAPLKICG
DIHNIKLWKTFTDCENCLPIAAIVDEKIFCCHG|IKILKKDVIVQDDDVDCTL
VEKRVLALGLYERVRMGPSSSPIPSPSPSPTDSKRCFFGAPGTLSKEAAASN
TNTLNRKTTPVIGAKIVFWTAPNPNQETFWKSAWSHPOQFEK

Protein Peptide

LRRC7_RAT ST AVDENFLPELPR®*
LRRC7 RAT 1031y/Y QFDQSFNPQGAVEV K104/
NLGN3 RAT 238/GVLGFLSTGDQAAK??
NLGN3_RAT S09AIIQSGSALSSWAVNY QPVK?328
BAIP2 RAT 156YSDKELQYIDAISNK!0
BAIP2 RAT 160E] QYIDAISNK?!

BAIP2 RAT S9EGDLITLLVPEAR*?

PP1A RAT SEIFLSQPILLELEAPLKS3

PP1A RAT I0TETDCFNCLPIAAIVDEK??
KPCG_RAT #DVIVQDDDVDCTLVEK?®
KPCG RAT SI6\MGPSSSPIPSPSPSPTDSK?3
CCG8 RAT AEAAASNTNTLNRS




Clone 7 (10339-X04-564, 9967-X04-564)

MGSHHHHHHGSIVKQLNRDIEVLQEQIRARDNISLDTKFKGTVEELSNQILS
ARSWLQQEMEKNEKVYGVPTIQQLLEWSFINSNLKFAEAPSFKLFKKIFEPSL

ELNITDLLEDTPRQCRICGIQGETMRIASSEFADDPCSSVKRGTMVRI|ISTKYQ
KVYGTAAVNSPVVSWKMKAPEKIFKGLCKQIDHFPEDADYEADTAEYFLR

AVRASSLRATARATDYLQASAITRIPSYRYDNETSRKNEEVMTHSGLWRT

CCLEGHSGLWRTCCLEGAFRGVCKKIRSDLLKAGGGAGGSGGSGPSAILR

LPSYRFGAKIVFWTAPNPNQETFWKSAWSHPOFEK

Protein Peptide

D4A7T8_RAT (Protein Fam81a) BDIEVLQEQIR?

D4A7T8_RAT (Protein Fam81a) 2ITGTVEELSNQILSAR?%0

CYLD _RAT 2VGVPTIQQLLEWSFINSNLK?40
CYLD RAT "S5|FPSLELNITDLLEDTPR'®?
D4A6H8 RAT (CTNA2) “|ASSEFADDPCSSVK?®8

D4A6H8 RAT (CTNA2) 862\/YGTAAVNSPVVSWK?E76
CCG2_RAT QIDHFPEDADYEADTAEYFLR®
CCG2_RAT ZUATDYLQASAITR??®
CCG3_RAT SNEEVMTHSGLWR®
CCG3_RAT SKNEEVMTHSGLWR®
CCG3_RAT 5TCCLEGAFR™

CCG8_RAT 2BAGGGAGGSGGSGPSAILR0

Clone 8 (9967-X05-564)

MGSHHHHHHGSPPRRARGDLTHSGLWRVCCIEGHSGLWRVCCIEGIYKGH
CFRIVECANKTESALNIEVEFEYPFRLHQVYFLWFVFKETGWAAPFMRAPP
GAPKSGVKRTDPATPVVKPVPEAPKSGEAEEPASLPRGYMTPAGPERSPST
SSELKRVKVLGSGAFGTVYKGIWVPESPNHVKITDFGLARLLEGDEILETLR
ERLLSVOQDFTSGLKTLSDKSRILELLSRYEDTWAALHRRAKDCAIELERCK
HMQSQQLENYKKNKRKEGAKIVFWTAPNPNQETFWKSAWSHPOFEK

Protein Peptide

CCG4_RAT 8GDLTHSGLWR®’

CCG4 RAT 88\VCCIEGIYK'®

SYPH RAT SMTESALNIEVEFEYPFRS®®
SYPH RAT 2ETGWAAPFMR?28
BSN_RAT 638TDPATPVVKPVPEAPK?®53
BSN_RAT BIGYMTPAGPER4®0
ERBB4/ERBB2 RAT 728\ GSGAFGTV YK
ERBB4/ERBB2 RAT 89| TDFGLARS®
DTBP1_RAT (dysbindin) | "ERLLSVQQDFTSGLK?
DTBP1_RAT (dysbindin) | °LLSVQQDFTSGLK*
DTBP1_RAT (dysbindin) | YEDTWAALHR®




